
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

Length of spec. 120 135 205 190 165 175 165 75 85 80 185 175 200 90 370 150 200 160 155 240

PCR product(s) 145 200 235 200 200 200 175 225 240 135 395 180 200 200 375
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Well No. 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

HLA-A allele
4

ser
5

*01010101-0104N, 0106, 

0107, 0109-0111N, 0116N-

0118N, 0120, 0122N-0127N, 

0129, 0131N-0135, 0137

A1, 

null
1 4

*0108, 0114, 0115N, 0130 1 1

*0112, 0119 - 1 3

*0113 - 1 4 10 12 14

Well No. 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

Well No. 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

*0121 1 3 4

HLA-A low resolution SSP typing

INTERPRETATION TABLE

Amplification patterns of the A*0101 to A*8001 alleles

Well
6



*0128 1 4 10 14

*02010101-020115, 020117-

020119, 020121-0209, 0211-

0216, 0218-022202, 0224-

0233, 0236-0238, 0240-0245, 

0247, 0249, 0251, 0253N, 

0254, 0257-0261, 0263-0269, 

0271, 0272, 027401-0277, 

0279-0292, 0294N, 0296, 

0297, 0299, 9201, 9202, 9204-

9209, 9211-9213N, 9215, 

9216, 9218-9221, 9223-9228, 

9230-9234, 9236-9245, 9247-

9255, 9257, 9270, 9271, 9277-

9279

A2, 

A203

, null

2

*0210, 0239, 0246, 0250, 

0252, 0270, 0273, 0293, 

0295, 9210, 9214, 9217, 9256

A210 2 19

*021701, 021702 A2 2 w

*0234, 023501, 023503, 

025601, 025602, 0262, 9203
- 2 12 19

*023502 - 12 19

*0248, 2494, 9229 - 19

*0255 - 2 7 20

*0278 - 2 4 19

*9222 - 5 19

*9235 - 2 12

*9246 - 2 9

*9269 - 2 4

*03010101-0307, 0309-

0311N, 0313-0317, 0319-

0323, 0325-0331, 0333-0335, 

0337-0340, 0342, 0344-0347, 

0351, 0355

A3 3 12

*0308, 0332, 0336N, 0341, 

2492
7 - 3

*0312 - 3 4

*0318, 2619
8 - 4 12

*0324, 0350 - 3 7 12

*0343 - 3 12 14 16

*110101-1109, 1112-112402, 

1126, 1127, 1129-1144
A11 4 10

*1110 4 7 10

Well No. 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

Well No. 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

*1111 4 10 11

*1125 - 3 4 10



*230101-2313, 2315-2321, 

B*1827
A23 5

*2314, 2405, 241302, 2424
9 - 5 6

*24020101-240217, 240220-

2404, 2406-2411N, 241301, 

2417, 2418, 2420-2423, 2425-

2443, 2445N-2450, 2454-

2456, 2458-2463, 2466-2481, 

2483N-2491, 2493, 2495-

2499

A24 6

*2419, 2444 A24 6 10

*2482 - 6 20

*250101-2504, 2507, 2508 A25 7 8 12

*2505 - 7 8 12 19

*2506 - 7 8 11

*260101-260108, 2608, 2610-

2615, 2617, 2618, 2620, 2623-

2629, 2632, 2633, 2635-2638, 

2640

A26, 

null
7 9 12

*2602 A26 7 9 w

*2603, 2606, 2621 A26 7 10 12

*2604, 2634 A26 7 9

*2605, 2630 A26 7 12

*260701, 260702 A26 9 12

*2609 A26 7 9 11

*2616 - 6 9 12

*2622 - 7 9 12 20

*2631 - 7 12

*29010101-2906, 2908N-

2912, 2915-2918
A29 13

*2907 - 5 13

*2913 - 13 16

*2914 - 13 15

*2919 13 18

*300101-3004, 3006, 3007, 

3009-3020, 3022-3028
A30 14

*3008 - 4 14

*310102-3102, 3105-3125 A31 15

*3103 - 10 11 15

*3104 A31 11 15

*320101-3202, 3206-3214, 

3216-3219N
A32 8 16

*3203 - 16

*3204 A3 3 8

Well No. 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

Well No. 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

*3205 - 15 16

*3215 - 7 8 16



*330101, 330301-3312, 3314-

3318, 3320, 3321, 3323, 3325
A33 17

*3313 - 9 13 17

*3319 - 6 17

*3322 17 20

*3324 17

*340101, 340102, 3405, 3406 A34 7 10 11

*3402-3404, 3407 - 3 7 10 11

*3408 - 3 7 10 11 12

*3601, 3603
10 A36 1

*3602 - 1 3

*3604 - 1 4

*4301 A43 11 12

*6601, 6604-6608, 6610 A66 7 10 12

*6602, 6603 A66 7 11

*6609 - 7 10 12 20

*680101-6804, 6806-6814, 

6816-6819, 6821-6828, 6830-

6844, 6846-6848

A68 7 19

*6805, 6815, 6820 - 7 19

*6829 - 7 17 19 20

*6845 - 6 7 19

*6901 A69 7 20

*7401-7412N, 7414N A74 18

*7413 - 12 18

*8001 A80 5

HLA-A allele
4

ser
5

Well No. 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20



21

75

160

8
0
0

176

5
'  -

g
C

A
 3

'

261

5
'  -

A
A

C
 3

'

292

5
'  -

g
T

g
 3

'

292

5
'  -

g
T

T
 3

'

299

5
'  -

T
C

T
 3

'

21

21

21

HLA-A low resolution SSP typing

INTERPRETATION TABLE

Amplification patterns of the A*0101 to A*8001 alleles

Well
6



21

21

21



21

21

21

21



21

21

21

21


